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Extensive Profiling of a Bacterial Community during Summer in Meiliang Bay,Lake Taihu

XU Chao,ZHANG Jun-yi* ,ZHU Bing-chuan,SONG Ting, HUANG Jun, WU Wei
( Wuxi Environmental Monitoring Central Station ,Wuxi, Jiangsu 214121 ,China)

Abstract:In order to explore the prokaryotic community during summer in Meiliang Bay, Lake Taihu, we performed high-throughput
sequencing of the 16S rRNA genes V6 hypervariable regions. The results showed that a total of 101 427 quality reads ( bacterial
reads 100 935, 99.5% ) were obtained. Bacteria were found belonging to 14 phyla, 55 genera, and 610 OTUs. At the phylum lev-
el, the bacterial community composition was predominated by Cyanobacteria (39.7% ), Actinobacteria (27.2% ), Proteobacteria
(23.4% ). At the genus level, Microcystis(21.0% ) and Synechococcus(15.9 % ) was the most abundant genus.
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