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Progress in Detection Technologies of Viruses in Water Environment

LIU Peng, CHE Zi-fan, ZHANG Xu-xiang®
(The State Key Lab of Pollution Control and Resource Reuse Research of China, School of the Environment,
Nanjing University, Nanjing, Jiangsu 210023, China)

Abstract: This study briefly reviewed detection technologies of viruses in water environment. In this study, we introduced several
methods for the enrichment of viruses in water environment and analyzed their principles, advantages and disadvantages. Besides,
we also summarized the application of molecular biotechnologies in viruses detection in water environment, such technologies
includes PCR - based molecular methods like nested PCR, multiplex PCR, quantitative real — time PCR, integrated cell culture
PCR, digital PCR and high — throughput sequencing. Furthermore, the review provides references for future research on detection

technologies of viruses in water environment, which can contribute positively to the monitoring and control of viruses in water

environment.
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